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The 96-sample high-throughput (HT) library prep kit is equipped with 7.5 cycles for both the
indexing and amplification steps. Using only the innermost indexing primer (see, Generation ID
Primer for Multiplexing ) and having only seven PCR cycles is sufficient for extracting almost all
index sequences from complex samples. However, if you plan to generate only a few libraries

from a sample in one run, you can save time and materials by first generating an indexing
primer pool to ensure complete sequence extraction from the sample. This saved time and

materials is more than offset by the time and materials required to sequence a small pool of
index sequences, but it can save hundreds of dollars if you have many samples to sequence.

Illumina's proprietary method ensures ligation of two different adapters in the required
orientation to opposing ends of a DNA fragment. Fragments without the proper adapters ligated

at both ends may remain due to the absence of PCR enrichment that selects for completed
products. Ligation is ensured by performing a qPCR step at the end of the protocol. qPCR will

only quantify libraries that have complete adapter ligations and will cluster and sequence. Other
methods will quantify fragments that may not have adapters at both ends and will thus not

generate clusters or sequence. Quantification by methods other than qPCR will be inaccurate.
When using Plexor, set up the run in Plexor Preparation Wizard. Select Nextera Rapid Capture

from the dropdown menu under Library Prep kit to associate samples with the index provided in
the TruSight Cardio Sequencing kit (NextSeq, 48 samples, Mid-output), E502, E503, E505, E506,
and N701-12. To detect certain samples with off-target amplification, set the sample annotation

to off-target amplification. For optimal performance, the minimum number of fragments per
sample is set to a single fragment. To detect off-target amplification, set the expected fragment
length to 13-18 bp. Leave all other options blank. Run the Plexor Preparation Wizard. FASTQ files

streamed into BaseSpace can be analyzed using the BWA Enrichment App or the Issac

                               1 / 3



 

Enrichment App (v2.0 and v2.1 custom manifest workflow).
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Porteus is built from scratch, not based on the Ubuntu distribution. This means that if you see a
problem with it, you should report it to the developers and they will fix it. Porteus is also designed to
be more secure, because it doesn't rely on open software libraries that can be vulnerable to exploits

and bugs. It contains everything required for a normal desktop installation, but the compression
scheme of Porteus makes it easier to save space on your media. Porteus is a rolling release release,
meaning that we keep very close track of all improvements and updates. Not only does that mean

that we don't have to wait until the next point release for the latest software, it also means that the
last feature version is guaranteed to be the latest version available. MiSeq System uses instrument
internal memory. Only NGS instruments with more than 256MB of internal memory are supported.

After software installation, the MiSeq System will test your machine’s internal memory and
determine the memory size it needs for optimal performance. If the current memory size is not
sufficient, select a preferred memory size, then restart the system to install the software, then

restart again to test memory again. If memory is still insufficient, upgrade your PC's memory to the
minimum recommended by the manufacturer of your system, or purchase more memory from the

manufacturer. Embedded sequences are unique sequences of bases contained within the targets of
normal sequences. Their presence indicates that a sample contains targets of that sequence and it is

therefore possible to use that sequence to detect the presence of the normal targets. Since the
sequences are embedded within the samples, their read-overlapping reads are compressed, whereas

the normal reads are not. 5ec8ef588b
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